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Table 3- Molecular variance analysis of genetics relationship between and among A. alternata populations

Lilyaeys  blumes om guilyly Coms

TS @ SUM Ol ggeme  MeaN Olap il 72
S.0.V df ss13 of square square Variance .
o Percent PhiPT
Among 7 58.56 8.36 29 0.286
population
wa Oj))
Within 42 100.71 2.39 71
population
5 49 159.28 10.75 100
Total
A. alternata WCaros zg; o (S duold —F Jous
Table 4- Genetic distance between pairs of A. alternata populations
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Table 5- Analysis of gene diversity in A. alternata subdivided populations

dgle Waladlan S g5 Bwmer g9 W 5ok

Origin  No. Isolates Ht Hs Gst Nm
1 50 0.799 0.0694 0.1304 3.3333
2 50 0.3299 0.0694 0.7895 0.1333
3 50 0.4629 0.2864 0.3802 0.8149
4 50 0.3722 0.1943 0.4779 0.5462
5 50 0.0274 0.0247 0.0986 45714
6 50 0.0799 0.0694 0.1304 3.3333
7 50 0 0 0 0
8 50 0.1411 0.1289 0.0868 5.2598
9 50 0.4998 0.4096 0.1805 0.2702
10 50 0.4911 0.3872 0.2115 1.8636
11 50 0.5 0.3386 0.3227 1.0493
12 50 0.4989 0.3818 0.2347 1.6308
13 50 0.054 0.0432 0.2 0.2
14 50 0.2118 0 1 0
15 50 0.4979 0.1858 0.6262 0.2984
16 50 0.3988 0.2206 0.4469 0.6189
17 50 0.1172 0.0903 0.2296 1.6774
18 50 0.2703 0.2004 0.2585 1.6774
19 50 0.368 0.1844 0.4988 0.5024
20 50 0.4407 0.3578 0.1880 2.1598
21 50 0.3217 0.24 0.2540 1.4687
22 50 0.1244 0.1094 0.1205 3.6481

Mean 50 0.2861 0.1815 0.3657 0.8673

Nm = estimate of gene flow

The number of polymorphic loci is: 21
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Figure 2- Two dimension plot of Principal Coordinates Analysis (PCoA) of genetic relationships between A. alternata
populations.
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Figure 3- Dendrogram generated by UPGMA method using Jaccard's similarity coefficient based on the data of SSR primers
in A. alternata isolates.
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Figure 4- Dendrogram generated by UPGMA method using Jaccard's similarity coefficient based on the data of SSR primers
in A. alternata populations.

A. alternata glaaslas (5l oo 03Wiawl 5,90l0 51 5 (51,5 5ET 51 ool Camwiy (b 2315 —F Jgun
Table 6- Data obtained from SSR primers used for A. alternata isolates.
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